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Personal information

Identity

Birth date: June 12" 1987 (33 years old)

Scholar and Orcid

Nationality: French

Languages: French (native), English (fluent), German (intermediate, B1)

Professional address

University of Portsmouth

University House, Winston Churchill Avenue
Portsmouth, Hampshire, PO1 2UP

United Kingdom

Contact and websites

Tel: +44 (0) 2 392 842 027
yann.x.c.bourgeois@gmail.com
www.yannbourgeois.com
www. methodspopgen.com

Education

Sept. 2009- Aug. 2013  PhD student at the University of Toulouse, France. Investigating the
proximate causes of a color polymorphism in a passerine bird, Zosterops
borbonicus. Defense: 23th of July 2013. Supervisor: Christophe Thébaud.

Sept. 2007-Aug. 2009 Master in Biosciences (M1, M2), Ecole Normale Supérieure de Lyon.

Sept. 2006-Aug. 2007 Admission by competitive examination to Ecole Normale Supérieure de
Lyon, France. Bachelor of Science, major in Molecular and Cell Biology.

Employment history
Jan. 2020-to date Lecturer in Bioinformatics at the University of Portsmouth, UK.

Sept. 2016-to Dec. 2019 Post-doctoral researcher in Stéphane Boissinot’s group at NYU Abu Dhabi.
Evolutionary genomics of vertebrates using whole-genome sequences.

Sept. 2013- Aug. 2016  Post-doctoral researcher in Dieter Ebert’s group in Basel, Switzerland. Study
of the evolutionary dynamics of host-parasite interaction in Daphnia magna.


https://scholar.google.fr/citations?user=p61wpJUAAAAJ&hl=fr
https://orcid.org/0000-0002-1809-387X
mailto:yann.x.c.bourgeois@gmail.com
http://www.yannbourgeois.com/

Research projects and grants

September 2020

April 2020-Sept 2021

February 2020

April 2010

Sept. 2010-Aug. 2013

Sept. 2006-Aug. 2010

Teaching activities

January 2020- to date

Sept. 2018-Aug. 2019

Sept. 2017-Aug. 2018

Sept. 2014-Jun. 2015

Oct. 2010-Jun. 2012

Co-investigator on a conservation project focusing on the endangered Reunion
harrier (103,088 euros). Lead PI: Steve Augiron, SEOR. Role: investigating
the mutational load and past history of the species. Funded by Conseil
Régional de La Reéunion (France), Programme Opérationnel FEDER
Réunion Conseil Régional 2014-2020.

Co-investigator on a project investigating SARS-CoVZ2 dynamics in
Portsmouth region (£288,800). Lead PI: Samuel Robson, Portsmouth
University. Funded by COG-UK.

Marie Curie Fellowship (Returning Investigator) from the European
Research Council. Project BrachyAdapt: adaptation to the urban environment
in Brachypodium distachyon. (190,000 euros, score of 92.8%). Declined due
to taking a permanent position in Portsmouth.

ATUPS program travel grant from Toulouse University (1,500 euros). One
month in Hopi Hoekstra’s laboratory, Harvard, United States.

PhD supported by a grant from the French Ministry of Higher Education
and Research (50,000 euros).

Master and first year of PhD supported by a grant from the French Ministry
of Higher Education and Research (67,000 euros).

Lectures and workshops in Bioinformatics (Master level), population genetics,
Python and R (L1, L2), and Introduction to Biology (60 hours).

Supervision of an undergraduate student (Imtiyaz Hariyani): population
genomics of transposable elements in a complex of Ethiopian frogs (genus
Ptychadena). Evaluation of undergraduate research theses in population
genetics.

Supervision of three undergraduate students (Jigar Govind, Sudikchya
Shrestha, Mona Nehme): population genetics and signatures of balancing
selection at immune genes in endemic Ethiopian frogs. Invited lecture in
evolutionary immunology at NYUAD (1 hour).

Basics in Population Genetics for bachelor students. 20 hours. Participation to
BlockKurse at the University of Basel. Co-supervision of four bachelor
students for a short research project (three months).

Supervision of bachelor and master students. Co-supervision of an ornithology
module (organized by Christophe Thébaud).



Oct. 2009-Jan. 2010 Animal anatomy and Plant organization practical classes for bachelor students.
18 hours.

Scientific service

e Reviewer for eLife, PCI Genomics, Genome Biology and Evolution, Molecular Biology
and Evolution, Ibis, The Auk, PeerJ, Genetica, Molecular Ecology, Molecular Ecology
Resources, BMC Evolutionary Biology, Global Change Biology, Biology Letters,
Genetics and Molecular Biology, the Czech Science Foundation, the Hong Kong
Research Grants Council and the US-Israel Binational Science Foundation.

e Involved in COG-UK (2020-2021), a network aiming at obtaining and analyzing
COVID-19 genome sequences in the United Kingdom.

e Assessor for PhD. committees (2020): Francesca Noyce (University of Portsmouth),
Christina Scott (University of Portsmouth), Nikolaos Minadakis (Botanical Institute,
University of Zurich), Matthieu Breil (ISEM, University of Montpellier), James
Robbins (University of Portsmouth).

e Examiner for PhD viva (2020): Werner Struss (University of Portsmouth).

e Co-organizer of the post-doctoral day in Basel (Sept. 2015), with short talks from
post-doctoral researchers in biology.

e Representative of Ph.D. students in Toulouse (2010).

Others

e Animal manipulation certifications: The CITI Basic Course in Laboratory Animal
Welfare for Investigators, Staff and Students, Reducing Pain and Distress in Laboratory
Mice and Rats, Working with Amphibians in Research Settings.

e Fieldwork: Five months of fieldwork on leatherback turtles in French Guiana (2008),
two months of fieldwork on endemic birds in Reunion island (2009-2014), three weeks
of fieldwork in Siberia (collection of Daphnia magna samples, 2015), three months of
fieldwork in Ethiopia (bird and amphibian collection, 2016-2018).
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* shared first authorship. Underlined titles are considered the most significant.
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SARS-CoV-2 genomic surveillance network. The Lancet Microbe.
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colonizer. Molecular Ecology.

[26] Bourgeois Y.X.C., Boissinot S. (2019). On the population dynamics of junk: a review on the
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Evolution, Structure, Function. Cytogenetic and Genome Research.
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Ethiopian highlands with the use of genome-wide SNP data. PloS One.
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Genetics.
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Preprints and articles in preparation

Bourgeois Y.X.C., Fields P., Bento G., Ebert D. Balancing selection for pathogen resistance reveals
an intercontinental signature of Red Queen coevolution. In review in Ecology Letters.

Bourgeois Y.X.C., Hazzouri, K.M., Warren B.H. Going down the rabbit hole: a review on methods
for population genomics in natural populations. Preprint on BioRxiv.
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Bourgeois Y., Boissinot S. (2018). Population genomics of a successful colonizer: linking molecular
approaches to ecology in a squamate. Speciation meeting, IST Austria, Vienna.

Bourgeois Y., Stephane Boissinot. (2018). Population genomics of the green anole reveals
evolutionary forces shaping diversity in a reptile. NYU Abu Dhabi Research Conference,
United Arab Emirates.

Bourgeois Y., Fields P., Bento G., Roulin A., McTaggart S., Little T., Obbard D., Ebert D. (2015).
Increased diversity at a locus involved in resistance to parasitism in Daphnia magna. ESEB
2015, Lausanne.

Bento G., Routtu J., Bourgeois Y., Ebert D. (2015). Genetics of natural variation of Daphnia magna
resistance to a bacterial pathogen. ESEB 2015, Lausanne.

Ebert D., Routtu J., Bento G., Bourgeois Y. (2014). Mapping of a parasite resistant locus in the
Daphnia magna genome. EMBO Conference on the Mighty Daphnia: Past, Present and
Future. Birmingham.

Bourgeois Y.X.C. SNPs characterization by RAD-sequencing for studying color polymorphism in
an island bird (2013). Journée d'échanges et de retours sur les développements
technologiques de la plateforme génomique de Toulouse. Presentation at the Toulouse
genomic platform.

Posters

Bourgeois Y.X.C., Boissinot S. (2019). Population genomics of transposable elements in the green
anole. SMBE Manchester
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Bourgeois Y.X.C.., Fields P., Bento G., Ebert D. (2017). Widespread balancing selection at a
resistance locus in the water flea Daphnia magna. ESEB Groningen

Mila B., Bourgeois Y., Bertrand J., Cornuault J., Delahaie B., Thébaud C. (2015). Divergent
selection and reduced dispersal drive phenotypic diversification at a very small spatial scale
in an island bird. ESEB 2015, Lausanne.
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coevolution in the Daphnia magna - Pasteuria ramosa system. EMBO Conference on the
Mighty Daphnia: Past, Present and Future. Birmingham.
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island speciation in a tropical passerine bird: inference from genetic, genomic and
ecomorphological data. 4th Meeting of the Spanish Society for Evolutionary Biology
(SESBE) - Barcelone, Spain.

Bourgeois Y.X.C.., Mila B., Thébaud C. (2013). RADseq phylogenomics reveal the recent
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C. (2012). Selection-constrained dispersal drives fine-scale genetic differentiation in an island
bird (Zosterops borbonicus). Evolution Congress, Ottawa, Canada.



